. Telomere length, rate of telomere shortening, lifespan, and DNA damage.
Species
For each species in the study, the estimated initial telomere length (1), the rate of telomere shortening (1), the maximum lifespan, the average lifespan, the rate of DNA damage, and the rate of increase of % short telomeres is shown. The maximum lifespans were obtained from the AnAge database (2), and the average lifespans were obtained from various sources as referenced in the table. The log values of all of the datapoints were used for the regression. The input variables of rate of γH2AX increase (% positive cells/year) and rate of increase of % short telomeres (%/year) were fit to either the average lifespan or the maximum species lifespan.
Supplementary
AGING Supplementary The estimate, standard error, t-value, and p-value of each variable is presented. Residual standard error: 0.0966 on 2 degrees of freedom Multiple R-squared: 0.875, Adjusted R-squared: 0.750 F-statistic: 6.99 on 2 and 2 DF, p-value: 0.125
